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 40746220|Aspergillus_nidulans -----------------------------------------MSGR------------------------------GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKTFLEGVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------    93
 2851582|Blepharisma_japonicum -----------------------------------------GGKG---GKGGK-----GLGK--------VG---AKKRHRRVIREN---IQGITKPAIRRLARRGGVKRTLSGLVYDETRNVLKVFLENVVRDAVTYTEHARRKTVTALDVVYALKRQG--------------------------    97
  10953803|Schistosoma_mansoni -------------------------------------------GR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYG---------------------    98
39592228|Caenorhabditis_briggs -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLR--------ITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------    98
          4504319|Homo_sapiens -----------------------------------------MSVR---GKAGK-----GLGK---------G---GAKCHRKVLSDN---IQGITKCTIRRLARHGGVKR-ILGLIYEETRRVFKVFLENVIWYAVTNTEHAKRKTVTAMAVVYVLKRQGRTL-----------------------    98
47196915|Tetraodon_nigroviridi -------------------------------------------------KGGK-----GLGK---------G---GAKRHRKSYRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------    98
      55627896|Pan_troglodytes -----------------------------------------MSVR---GKGGK-----GLGK---------G---GATCHRKVLSDN---IQGITKCTIRRLAQHGGVKR-ISGLIYEETPRVFKVFLENVIWYAVTNTEHAKRKTVTAMAVVYVLKRQGRTL-----------------------    98
      29249523|Giardia_lamblia -----------------------------------------MSGK---GKGK------GYGK--------------SKRHSKE-KDT---LGGITKPAIRRLARRGGVKR-ISSTIYQQTREVLKAFLEVVLRDSLTYTEHGQRKTVTSQDVVYALKRQGRTLYGF------GI------------    99
  6006741|Giardia_intestinalis -----------------------------------------MSGK---GKGK------GY-----------G---KSKRHSKE-KDT---LGGITKPAIRRLARRGGVKR-ISSTIYQQTREVLKAFLEVVLRDSLTYTEHGQRKTVTSQDVVYALKRQGRTLYGF------GI------------    99
47198730|Tetraodon_nigroviridi -----------------------------------------MSGR---GKGGK-----GLGK---------R---RAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLY----------------------    99
47225162|Tetraodon_nigroviridi -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLY----------------------    99
     11022579|Leishmania_major ----------------------------------------MAKGK----RSTD-------AK---------G---SQRRQKKVLRDN---IRGITRGCVRRMARRGGVKR-ISSEVYEEVRRVLKAYVEDIVRCSTAYTEYARKKTVTACDVVTALRKQGHILYGY------A-------------   100
   2222684|Leishmania_infantum ----------------------------------------MAKGK----RSTD-------AK---------G---SQRRQKKVLRDN---IRGITRGCVRRMARRGGVKR-ISTEVYEEVRRVLKAYVEDIVRCSTAYTEYARKKTVTACDVVTALRKQGHILYGY------A-------------   100
   2222686|Leishmania_infantum ----------------------------------------MAKGK----RSTD-------AK---------G---SQRRQKKVLRDN---IRGITRGCVRRMARRGGVKR-ISTEVYEEVRRVLKAYVEDIVRCSTAYTEYARKKTVTASDVVTALRKQGHILYGY------A-------------   100
   33944435|Trypanosoma_brucei ----------------------------------------MAKGK----RVGE-------SK---------G---AQKRQKKVLRDN---VRGITRGSIRRLARRAGVKR-ISGVIYDEVRGVLKTFVESIVRDAGAYTEYSRKKTVTAAHVVFALRKRGKVLYGY------D-------------   100
 5738233|Leishmania_tarentolae ----------------------------------------MAKGK----RSAD-------AK---------G---SQKRQKKVLRDN---IRGITRGCVRRMARRGGVKR-ISSEIYEEVRRVLKAYVEDIVRCSTAYTEYARKKTVTASDVVNALRKRGQILYGY------A-------------   100
 1360628|Trichomonas_vaginalis -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVMREN---IQGITKPAIRRLARRGGVKR-ISGDIYEEVRGVLRHFLENVIRDSVTYTEHARRKTVTAMDVVYALKRQGKTLYGF--------------------   101
 3287225|Paracentrotus_lividus -------------------------------------------GR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   101
  84451|Caenorhabditis_elegans ------------------------------------------SER---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQ-ITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   101
      16797797|Citrus_jambhiri -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------G-------------   102
          1883030|Diprion_pini -----------------------------------------MTGR---GKGGK-----GLGK---------G---G-KRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTGHAKRKTVTAMDVGDALKRQGRTLYGF------GG------------   102
           223582|Homo_sapiens ------------------------------------------SGR---GKGGK-----GLGK---------G---GAKRHRKVLRDD---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
  223793|Physarum_polycephalum ------------------------------------------SGR---GKGGK-----GLGK---------G---GAKRHRKVLRDB---IZGITKPAIRRLARRGGVKR-ISBTIYZZTRGVLKVFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
      224293|Triticum_aestivum ------------------------------------------SGR---DKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
  25005464|Paramecium_caudatum -----------------------------------------MAGK-----SGK-----GIGK--------VS---AKRHARKPNKAS---IEGITKPAIRRLARRGGVKR-ISSFLYDDSRNVLKSFLENVIRDAITYTEHARRKTVTVMDVVYSLKRQGRTLYGF------GA------------   102
    26800918|Oikopleura_dioica ------------------------------------------AGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTALDVVYALKRQGRTLYGF------GG------------   102
 32363170|Olisthodiscus_luteus ------------------------------------------SGR---GKGGK-----GLGK---------G---GAKRHRRVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
47199540|Tetraodon_nigroviridi -----------------------------------------MSGR---GKGGK-----GLGK---------G---GASA-PQVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
70769|Strongylocentrotus_purpu ------------------------------------------SGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
   70768|Psammechinus_miliaris ------------------------------------------SGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
  7439814|Asterina_pectinifera ------------------------------------------SGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
       70772|Triticum_aestivum ------------------------------------------SGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
  70777|Tetrahymena_pyriformis ------------------------------------------AG----GKGGK-----GMGK--------VG---AKRHSRKSNKAS---IEGITKPAIRRLARRGGVKR-ISSFIYDDSRQVLKSFLENVVRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
        223273|Tetrahymena_sp. ------------------------------------------AG----GKGGK-----GMGK--------VG---AKRHSRKSNKAS---IEGITKPAIRRLARRGGVKR-ISSFIYDDSRQVLKSFLENVVRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
  70778|Tetrahymena_pyriformis ------------------------------------------AG----GKGGK-----GMGK--------VG---AKRHSKRSNKAS---IEGITKPAIRRLARRGGVKR-ISSFIYDDSRQVLKSFLENVVRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   102
   11121220|Mortierella_alpina -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRSVLKVFLENVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
  1177238|Ascaris_lumbricoides -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRSVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKHQGRTLYGF------GG------------   103
          2495141|Ascaris_suum -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRSVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKHQGRTLYGF------GG------------   103
 1183935|Physarum_polycephalum -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISKTIYEETRGVLKTFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
122095|Tetrahymena_thermophila -----------------------------------------MAG----GKGGK-----GMGK--------VG---AKRHSRKSNKAS---IEGITKPAIRRLARRGGVKR-ISSFIYDDSRQVLKSFLENVVRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
  122101|Physarum_polycephalum -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISNTIYEETRGVLKTFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     122104|Solaster_stimpsoni -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTSMDVVYALKRQGRTLYGF------GG------------   103
         12845285|Mus_musculus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPVIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
         12847763|Mus_musculus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRETVTAMDVVYALKRQGRTLYGF------GG------------   103
         1493813|Gallus_gallus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQERTLYGF------GG------------   103
1708110|Chlamydomonas_reinhard -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRTVLKTFLENVIRDSVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
17568543|Caenorhabditis_elegan -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
47551081|Strongylocentrotus_pu -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
39595173|Caenorhabditis_briggs -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
 1870702|Psammechinus_miliaris -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
    559459|Holothuria_tubulosa -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
 9990|Pycnopodia_helianthoides -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
      10045|Pisaster_ochraceus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     9789|Pisaster_brevispinus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
 3287227|Paracentrotus_lividus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
        9612|Lytechinus_pictus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     1806283|Sesbania_rostrata -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLAKRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
        1883001|Apis_mellifera -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLGDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHTKRKTVTAMDVVYALKIQGRTLYGF------GG------------   103
          1883026|Diprion_pini -----------------------------------------MTGR---GKGGK-----GLGK---------G---GANGHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENAIRDAVTYTEHAKRKTVTAMDVRYALKRQGRTLYGF------GG------------   103
          1883028|Diprion_pini -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKAVRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
  1883034|Diadromus_pulchellus -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFWQNVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
1885348|Trichogramma_cacoeciae -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISSLIYEETRGVLKVFLENVIRDAVTYTEHAKIPTVTAMDVVYALKRQGRTLYGF------GG------------   103
19113260|Schizosaccharomyces_p -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISALVYEETRAVLKLFLENVIRDAVTYTEHAKRKTVTSLDVVYSLKRQGRTIYGF------GG------------   103
19173165|Encephalitozoon_cunic ------------------------------------MNTQSIGAK---GKSKA-------AK---------G---IAKRHRKQSSLS----DSISKPAIRRIARRAGVRR-VGGGCFKEINNAAREYIRDTLSIACIYATHAKRKTITCSDILHSLKRMGIKYIGY--------------------   103
      19880139|Eimeria_tenella -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEEIRGVLKVFLENIIKDSVTYTEHARRKTVTAMDIVYSLKRQGRTLYGF------GG------------   103
  21307833|Aplysia_californica -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKCKTVTAMDVVYALKRQGRTLYGF------GG------------   103
21322635|Penicillium_funiculos -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKSFLESVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
          21987|Volvox_carteri -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRTVLKNFLENVIRDSVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
22947018|Drosophila_melanogast -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
    31230258|Anopheles_gambiae -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
  10616|Tigriopus_californicus -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
54638210|Drosophila_pseudoobsc -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
         7440|Drosophila_hydei -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
1882999|Acrolepiopsis_assectel -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     6686556|Asellus_aquaticus -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
    27530988|Drosophila_yakuba -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
    27530983|Drosophila_erecta -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
  27530978|Drosophila_simulans -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
14269423|Rhynchosciara_america -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     1885324|Myrmica_ruginodis -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
        7084|Chironomus_thummi -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
 38564181|Drosophila_sechellia -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
38564166|Drosophila_mauritiana -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     38564161|Drosophila_orena -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
 38564156|Drosophila_teissieri -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
23508257|Plasmodium_falciparum -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEEIRGVLKVFLENVIKDSIMYTEHAKRKTVTAMDIVYSLKRQGRTLYGF------GG------------   103
    31505527|Plasmodium_yoelii -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEEIRGVLKVFLENVIKDSIMYTEHAKRKTVTAMDIVYSLKRQGRTLYGF------GG------------   103
   31505525|Plasmodium_berghei -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEEIRGVLKVFLENVIKDSIMYTEHAKRKTVTAMDIVYSLKRQGRTLYGF------GG------------   103
 27550961|Arxula_adeninivorans -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISALIYEETRSVLKTFLESVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
    296341|Emericella_nidulans -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKTFLEGVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
   51315720|Aspergillus_oryzae -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKTFLEGVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
297152|Lycopersicon_esculentum -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDSVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
    33667914|Solanum_chacoense -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDSVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
       2746721|Capsicum_annuum -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDSVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
3142|Phanerochaete_chrysospori -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDSVTYTEHAKRKTVTALDVVYALKRSGRTLYGF------GA------------   103
     1742927|Agaricus_bisporus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDSVTYTEHAKRKTVTALDVVYALKRSGRTLYGF------GA------------   103
            32097|Homo_sapiens -----------------------------------------MSGC---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRXARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGXTLYGF------GG------------   103
 32401025|Griffithsia_japonica -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRNVLKVFLESVIKDSVTYTEHARRKTVVSMDVVYALKRQGRTLYGF------GN------------   103
    33114104|Mytilus_chilensis -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRRVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
37950985|Dendronephthya_klunzi -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
       166311|Acropora_formosa -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
   38110631|Magnaporthe_grisea -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKSFLEGVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
 38564171|Drosophila_sechellia -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKALRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAVDVVYALKRQGRTLYGF------GG------------   103
 40744976|Aspergillus_nidulans -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKSFLESVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
    296339|Emericella_nidulans -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKSFLESVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
      42550981|Gibberella_zeae -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKTFLEGVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
    32403370|Neurospora_crassa -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKTFLEGVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
21322638|Penicillium_funiculos -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKTFLEGVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
20145254|Aspergillus_fumigatus -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKTFLEGVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
45190618|Eremothecium_gossypii -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAILRLARRGGVKR-ISGLIYEDVRAVLKSVLESVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
         45767731|Homo_sapiens -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAATYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
      46098375|Ustilago_maydis -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYDETRGVLKLFLESVIRDSVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GA------------   103
46228775|Cryptosporidium_parvu -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISALIYEEVRGVLKAFLETVIKDAVTYTEYARRKTVTAMDVVHALKRQGKTLYGF------GG------------   103
54659467|Cryptosporidium_homin -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISALIYEEVRGVLKAFLETVIKDAVTYTEYARRKTVTAMDVVHALKRQGKTLYGF------GG------------   103
      46425442|Ustilago_maydis -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYDETRGVLKLFLESVIRDSVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GA------------   103
47027020|Hyacinthus_orientalis -----------------------------------------MSGR---RKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
         49457374|Homo_sapiens -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHPKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
            49615731|Petunia_x -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLVRRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHPRRKTGTAMDVVYALKRQGRTLYGF------GG------------   103
       50058194|Lactuca_sativa -----------------------------------------MSGS---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVAYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
50259022|Cryptococcus_neoforma -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDSVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GA------------   103
     50294454|Candida_glabrata -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEEVRAVLKSFLESVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
 50309471|Kluyveromyces_lactis -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEEVRNVLKTFLESVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
50420967|Debaryomyces_hansenii -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEEVRGVLKTFLENVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
  50556958|Yarrowia_lipolytica -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAQIYEETRNVLKSFLESVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
         50931733|Oryza_sativa -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
  30575604|Eucalyptus_globulus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
 12248031|Arabidopsis_thaliana -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     6009915|Solanum_melongena -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
       21795|Triticum_aestivum -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
   13277212|Flaveria_trinervia -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
    46811262|Chelidonium_majus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     28208264|Silene_latifolia -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
         7428644|Pisum_sativum -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
                70771|Zea_mays -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     1806285|Sesbania_rostrata -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
    51317341|Lolium_temulentum -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
51092065|Drosophila_melanogast -----------------------------------------MTGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAERKTVTAMDVVYALKRQGRTLYGF------GG------------   103
            51311|Mus_musculus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYRLKRQGRTLYGF------GG------------   103
51317342|Tetrahymena_pyriformi -----------------------------------------MAG----GKGGK-----GMGK--------VG---AKRHSKRSNKAS---IEGITKPAIRRLARRGGVKR-ISSFIYDDSRQVLKSFLENVVRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
      515377|Lolium_temulentum -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHAXRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
54299381|Eremothecium_gossypii -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEDVRAVLKSFLESVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
         55930957|Homo_sapiens -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
    27686433|Rattus_norvegicus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
      55627894|Pan_troglodytes -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
         30061405|Mus_musculus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
       50604163|Xenopus_laevis -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
           27806945|Bos_taurus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
        50729224|Gallus_gallus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
           10866|Urechis_caupo -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     64321|Oncorhynchus_mykiss -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
   64427|Oreochromis_niloticus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
        62736|Cairina_moschata -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
       55727348|Pongo_pygmaeus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
47225213|Tetraodon_nigroviridi -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
       33114110|Mytilus_edulis -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
    33114108|Mytilus_trossulus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
33114106|Mytilus_californianus -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
33114102|Mytilus_galloprovinci -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
2564108|Chaetopterus_variopeda -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
    9818|Platynereis_dumerilii -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
      2134035|Xenopus_borealis -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
           51317314|Sus_scrofa -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
6324298|Saccharomyces_cerevisi -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEEVRAVLKSFLESVIRDSVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
171639|Saccharomyces_pastorian -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEEVRAVLKSFLESVIRDSVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   103
     663070|Pyrenomonas_salina -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRSVLKVFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
       70774|Triticum_aestivum -----------------------------------------MSGR---DKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
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 7363429|Psammechinus_miliaris -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLXXXXXXXX-ISGLIYEETRGVLKXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXGRTLYGF------GG------------   103
7510983|Caenorhabditis_elegans -----------------------------------------MSGR---GKGGK-----GVGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYCEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
        7522682|Styela_plicata -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTALDVVYALKRQGRTLYGF------GG------------   103
    26800902|Oikopleura_dioica -----------------------------------------MSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTALDVVYALKRQGRTLYGF------GG------------   103
               886740|Zea_mays -----------------------------------------MSGR---GKGGK-----GLGK---------G---ARKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVRKIFLENVIRDAVTYTEHARRKTVTAMDVVYALKRQGRTLYGF------GG------------   103
     13794442|Guillardia_theta ----------------------------------------MTVGK---GKVGK-----GLGK--------RG----TKRHKKVLRDS---IQGITKPAIRRLARRGGVKR-ISGLIYEETKIVLKLFLENVVKDAVTYTEHARRKTVTAMDVIYALKRQGRTIYGF------GY------------   104
   21779957|Stylonychia_lemnae -----------------------------------------MAGR---GKVGK-----GYGK--------VG---AKRHTKKSLKET---IMGITKPAIRRLARRGGVKR-ISSLIYEETRNVLRSFLENVIRDSVTYTEHAKRKTVTALDVVYALKRQGRTLYGF------GG------------   104
21779954|Pleurotricha_lanceola -----------------------------------------MAGR---GKVGK-----GYGK--------VG---AKRHTKKSLKET---IMGITKPAIRRLARRGGVKR-ISSLIYEETRNVLRSFLENVIRDSVTYTEHAKRKTVTALDVVYALKRQGRTLYGF------GG------------   104
21779951|Sterkiella_histriomus -----------------------------------------MAGR---GKVGK-----GYGK--------VG---AKRHTKKSLKET---IMGITKPAIRRLARRGGVKR-ISSLIYEETRNVLRSFLENVIRDSVTYTEHAKRKTVTALDVVYALKRQGRTLYGF------GG------------   104
      21779948|Sterkiella_nova -----------------------------------------MAGR---GKVGK-----GYGK--------VG---AKRHTKKSLKET---IMGITKPAIRRLARRGGVKR-ISSLIYEETRNVLRSFLENVIRDSVTYTEHAKRKTVTALDVVYALKRQGRTLYGF------GG------------   104
  21779960|Stylonychia_mytilus -----------------------------------------MAGR---GKVGK-----GYGK--------VD---AKRHTEKSLKET---IMGITKPAIRRLARRGGVKR-ISSLIYEETRNVLRSFLENVIRDSVTYTEHAKRKTVTALDVVYALKRQGRTLYGF------GG------------   104
        42494361|Bos_grunniens -----------------------------------------MSGR---GKGGK-----GLGK---------E---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GRY-----------   104
         37590121|Mus_musculus ---------------------------------------YTMSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   105
     46435218|Candida_albicans ---------------------------------------MSGTGR---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISALIYEEVRVVLKQFLENVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   105
  20141289|Moneuplotes_crassus -----------------------------------------MPGRGKGGKGGK-----GYGK--------VG---AKRHAKKALRET---ILGVTKPAIRRLARRGGVKR-ISSLVYEETRAVLKGFLESVIRDSVTYTEHAKRKTVTALDVVYALKRQGKTLYGF------GG------------   107
 21779945|Euplotes_aediculatus -----------------------------------------MAGRGKGGKGGK-----GYGK--------VG---AKRHTKKALRET---ILGVTKPAIRRLARRGGVKR-ISSLVYEETRAVLKGFLENVIRDSVTYTEHAKRKTVTALDVVYALKRQGKTLYGF------GG------------   107
         27692960|Mus_musculus -------------------------------------SKYTMSGR---GKGGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   107
    32415187|Neurospora_crassa -------------------------------------MTRISSSG---GKGGK-----GLGK---------G---GAKRHRKILRDN---IQGITKPAIRRLARRGGVKR-ISAMIYEETRGVLKTFLEGVIRDAVTYTEHAKRKTVTSLDVVYALKRQGRTLYGF------GG------------   107
       48099579|Apis_mellifera -------------------------------------MQFIYGGC---AFSGK-----GLGK---------G---GAKRHRKVLRDN---IQGITKPAIRRLARRGGVKR-ISGLIYEETRGVLKVFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGF------GG------------   107
28828124|Dictyostelium_discoid ----------------------------------------MSSAQ---SRGGK-----TGGK--------VGGKVGAKRHKKTQKEH---INGITKPAIRRLARRGGVKR-ISFPIYEETRNVLRTFLTNVIRDSVAYTEHAGRRTVTAMDVVYALKRQGRTLYGF------NS------------   108
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